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Key Features ADAP 2.0 Software

How to use ADAP 2.0 Basic for Basic Measurements

How to set up a method in ADAP 2.0 Plus Software

How to demonstrate ADAP 2.0 Basic and Plus Software

Your questions?

= Use the chat function on Go To Meeting to ask questions. All questiosn will be addressed
either at the end of the meeting or offline by email.
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ADAP 2.0 Software biochrom
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Software is used to remotely control readers for quick measurements with
optional upgrade to Plus version for data analysis

EZ Read 400 Anthos 2020 Zenyth 340 Zenyth 200
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Key Features biochrom

Software is used to remotely control readers for quick measurements with
optional upgrade to Plus version for data analysis

_ ADAP Software = @] x|

O File Measurement Setup Help | = " = " X

Easy to use MEEEE -
. b AT {; |2:Lr$m S 01000 -]

Easy to copy data into o

other analysis programs ]

1 | z 3 4 5 3 7 8 g 10 11 12

Quick set up for quick
measurements

Intuitive test (method)
setup (ADAP 2.0 Plus)

|~ ]o|o]=]w]~]~

Windows 7 Compatible
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Getting Started biochrom
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A demo procedure exists to allow exploration of the
features of ADAP software without connecting to an
instrument.




. lochrom
Starting up ADAP 2.0 Software bigchro
" Login . |
Login: lser Isadmin Ok |
- Username: sadmin Cancel
- Password: sadmin Password [ |

Change Fassward |

All ADAP 2.0 modules control user access at different
authorisations levels allowing users to work within FDA 21 CFR,
part 11 compliance.
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Accessing the demonstration mode iochrom
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. ADAP Software - [20110829-1 Quick Mode]

1. Select Setup>Instrument

" File Measurement [Setup] Help

— = ! E Instrument Ctri+R e
‘h t:E t! — System Ctrl+S -
b é 3 Change User Ctrl+L SN 01000 LI

2. Select Simulator ——

L Instrument E‘m

File
3 ‘ SeIeCt FI Ie>Save Instrument | Functions 1| FundionsEl Download/Uplaad
— Filtar — Instrument
Pasition - Baudrate I%UU - I

The features of ADAP Basic will e couper oo =]
be presented with an option to
simulate random R —
measurements 5 GREG

b: HUNCE |
12: COBT1Z

24: CO3Tz4

24: GREZ24

24: HNUNCZ4

48: COST48 N r

Barcode

L ———

Instrurment Type

ISimuIatDr LI

Fead Configuration |

| »

m

Serial Mumber 1000
Twpe 1

Firrmweare Y ersion
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ADAP 2.0 Basic Front page biochrom

_ ADAP Software =3 % |
FF File Measurement Setup Help | = " = ” E3 ‘
b 2Alviel Em_ - t!J Save data
OD-values | D‘: Copy da ta
T [ e [ s [ a4 [ s [ & [ 7 | & [ s [ w0 | u | w Eq_Printdata
= > Setup a quick
4] measurement
B A1 Load plate
o =  Eject Plate
Vv
o T4l
£= | Initiate reader

. | Change users
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B Quick Measurements

W

Select quick measurement icon P

Select Plate Type
Select Measurement Position

Select Measurement Mode

a) Endpoint Photometric for single endpoint
wavelength measurements (with or without a
reference filter*)

Measurerment Filter

Reference Filter

kinetic Fhatametric

Multiwaselength

Endpoint Photometric

bioch
=/

'/ Quick-Read -
Load Plate Eject Plate

Format IMichpIate LI
Plate Type [cosTas ~|
Measurement Position All v Flate Layout |
Measurement Mode: IEndpDint Photometric LI

| 450

|620

Shaking

Start

-

Cancel

b) Kinetic Photometric for a series of
measurements over a specified length of time

c) Multiwavelength for one time measurement of
more one wavelength

Select Start

/




Why use a reference filter/wavelength? bigchrom

= Like a spectrophotometer it is important to use a reference measurement.

= Reference measurements can be a blank within the plate layout (which is
automatically subtracted from all the non-blank measurements on the
plate).

= Eliminates interference from other absorbing substances

= Or a reference wavelength/filter can be used. A wavelength is chosen
where the sample of interest does not absorb. This measurement is
automatically subtracted from the measurement wavelength/filter.

= Eliminates interference from the plate, dust lint or other irregularities in the well.

= Good practice is to use both a blank and a reference wavelength.

/
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Presentation of Results

- ADAP Software - [20110829-2 Quick Model l = (5] g
| File Measurement Setup Help | - || = || X |

= 1 1 = i ot

— t;g B By | = -

- Instrument
Al T L

e = |V | & Simulator - SNrE0T000 |

oD Status I
1 2 3 4 5 B 7 ] 9 10 1 12

A 2.0719 1733 1.350 2104 0.954 11493 1715 3782 2.871 1645 1.314 31487

B 2512 2.754 2.218 1.ma 1.508 3708 3728 0.737 1.508 2,338 3470 0.040

C 3586 2770 0.934 2,698 3506 0194 38 0.051 1.868 3386 2.898 3.275

D 2103 1.624 1357 2.340 3639 2E15 0214 0.345 1545 2042 3757 0.439

El nnas 1376 BR 1418 138 1 ERA 0l 4R1 370 1054 57 3408 040

= OD represents absorbance measurements with reference
measurements subtracted

= Status represents instrument error that may have occurred during
the measurements during the measurement of specific wells

/




Presentation of results

b;/%chrom

= Data can be copied and pasted into Excel using the Copy Icon: |:'2= \

Simply paste to transfer data to Excel or another program.

Data will paste as a matrix:

29/08/2011 6:07:09 pm

2.079
2.512
3.586
2.103
0.098
1.403
3.575
3.542

3.733
2.754

2.77
1.624
3.376
2.097
3.593

1.96

1.35
2.219
0.984
1.357
2.662
3.986
2.484

3.23

2.109
1.01
2.698
2.34
1.418
0.791
3.264
1.54

0.954
1.808
3.506
3.639
1.382
1.815
3.709

3.17

1.193
3.706
0.154
2.615
0.568
1.854
2.601
1.843

3.715
3.729
3.911
0.219
0.461
2.125
1.492
1.415

3.752
0.737
0.051
0.345

2.37
0.996
3.371
3.084

2.879
1.806
1.868
1.545
0.054
0.781
0.311

1.44

3.645
2.336
3.385
2.042
2.257
3.879
1.064
0.744

1.314

3.47
2.896
3.757
3.408
2.281
0.173
0.333

3.197
0.09
3.275
0.499
2.09
0.808
0.469
1.19




Presentation of results biochrom

= Data can be printed using the printicon; k==

ADAP Software 2.0

Result-List: Quick Mode - 20110829-1

MName - Wil Date of Meas. 29 August 2011 16:56
Diate - 29 August 2011 16:56 Page 1
Information
yout !
Legend gl:te Layout ! Sample-1D Filter 405 nm
Instrument :Simulator - SNr01000
Status
1 2 3 4 5 5] 7 8 9 10 11 12
FR1 PRI PRI7 PR25 PR33 PR41 PR49 PRST PRES PR73 PRE&1 PRE3
A 0.663 0.343 3.805 2,583 0.9588 0.518 3115 0.355 1.788 3.682 1.210 0.189
QK QK K K K QK QK [o].4 [o].4 DK (014 (01,4
PR2 PR10 PRI PR2E PR34 PR42 PRS0 PRS5E PREG PR74 PRS2 PR30
B 2.367 2625 3.083 2,836 0.252 3.883 0.545 1.919 2.230 2,465 0.962 1.736
QK QK K QK QK QK (0.4 [8].4 [8].4 [8].4 18] (0],

PR3 PR11 PR18 PRZT PR35 PR43 PRS51 PR59 PRET PR7S PRS3 PR31
c| 3.001 1.302 3.546 1.088 2478 1.707 3.483 0.533 3.566 0.556 3.381 3.429
QK QK QK [8]24 [0]24 [0]:4 QK QK QK [o]4 QK QK
PR4 PR12 PR20 PRZE PR36 PR44 PRS2 PRE0 PRES PR7E FRS34 PRa2
D| 2006 3.248 3191 2.600 1.815 3577 1.078 3.206 0.862 3.649 2178 1.478

QK QK QK [8]4 [0]:4 [0]:4 QK QK [o].4 [o]4 QK QK
PRS PR13 PR21 PR28 FR37 BR45 PRS53 PRE1 PREY PR77 PRBE PR33
E 0.622 0.962 1.865 1.720 3.655 3771 0115 3.629 1.675 1.872 1.748 0.320
QK QK QK [8]24 [0]24 [0]:4 QK QK QK [o]4 QK QK

PRS PR14 PR22 PR30 PR38 PR45 PR54 PRE2 PR70 PR7S PR26 PR94
F| 2606 1.921 2887 1.219 3187 2419 2431 3023 0.802 1.489 3.495 1.189
oK. oK oK K oK oK oK oK oK oK oK oK

PR7 PR15 PR23 PR31 PR39 PR47 PR5S PRE3 PR71 PR79 PRE7 PR35

G| 2074 0558 2562 3.024 3895 1081 3947 0.427 3.287 1.476 1594 2214
oK oK oK oK oK K oK oK
PRAD PR43 BRS6 PRE4 PR72 PRS0 PRSS PRIG
2997 1.484 0108 3196 3.401 1.330 1.080 3882
oK oK oK oK oK oK oK oK




Presentation of Kinetic Data bl/%(:h rom

= Datais presented as |5

Cycles eq u Ivalent to < Frevious Cycle | MNext Cycle -> | Cycle1/5 Print Raw Data |
num be r Of 1 e | 3 | a4 | s | s 7 8 s | o | n 12
Al D207 2399 3.869 1971 2187 1.791 0.772 0.816 0627 2650 2.358 1.487
measu rements 5| osw 2077 2471 0.933 1377 1.086 3.254 3.384 1533 2,180 0.971 2.705
o oo 1377 0.131 1.208 1531 0.735 3.017 1212 0.965 0.282 3.757 3.420
[ | CO py active WindOW' E 1072 3.760 2.058 2192 0.365 1157 1.732 2.485 0.794 2.186 1133 1.038
. E| 2750 3.808 0.633 0.437 1.356 2.054 2,266 2537 0.237 3.034 2654 2,365
COpIeS on ly the F| oss 3.402 2.354 1.934 3.801 3561 0.742 1.988 3.353 3.265 3558 0.483
Shown matnx to the ? 0.797 3.434 0.243 2738 1.252 3.480 2193 3571 2872 2.082 3.041 3321
| osar 2,869 0.120 3.052 0.984 0.687 2197 2827 2397 1.45 2637 2229

clipboard

= Copy — copies all
measurements
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Presentation of Kinetic Data biochrom

D_ . ANTHOS KF5 30450620 8 12 5
= Select == and Copy in
order to copy all kinetic e 0 a8 a2 17
data to the Clipboard aS Well 1.1 D.ZD; 1.41; 3.23; 3.09; 1.04;
. Well 1.2 2.399 3.087 0.343 0.892 3.584
a list I
Well 1.3 3.869 3.092 1.37 1.527 2.011
0 0 0 0 0
Well 1.4 1.971 1.877 2.344 1.902 0.206
0 0 0 0 0
E'- Well 1.5 2.187 1.432 1.814 2.744 0.256
= Select == and Copy
1 H 30/08/2011  8:36:01 pm ID-P20110830-19
ACtlve Wlndow to Copy 0.207 2.399 3.869 1.971 2.187
only selected cycle to 0.587 2077 2471 0999 1377
. . 0.281 1.377 0.131 1.206 1.591
the clipboard as a matrix 1.072 3.76  2.058 2192 0.365
2.75 3.806 0.633 0.437 1.356
0.894 3.402 2.354 1.994 3.801
0.797 3.434 0.243 2.735 1.252
0.947 2.869 0.12 3.052 0.984

/




Presentation of Kinetic Data t)L/O,Ch rom

Status I Raw Data ink.‘.hé“e Graph

] 1 1 1 Measuremen time: 000313
Kinetic data is represented o i o |

as a graph. i
= Clicking on a specific well
e ......I
raph.
erap : S ————_—
» E= and Copy Active e
Window copies the graph(s) == e e |

to the clipboard. f




Presentation of Multiwavelength Data bigchrom

Rew Data | Graphic | Status Cu

= Datais presented like e - |

kinetic data withan | e s =
additional tab showing each
well absorbance
measurements in a table

format.

<« Previous Sample

= Goto Raw Data tab and
Print Raw Data to see a o
Data printout of all e s . e
wavelength measurements W e e ke e e

ADAP Software 2.0

Status oK oK 0K OK oK oK oK oK oK OK oK oK
0.789 2009 3.669 2599 0478 1.623 3481 3110 3.366 2925 3.997 1337

2.850 2.048 0.076 3.242 3.647 0.756 0.242 1174 0.908 2023 2.656 3.846

1.198 0781 1.845 1.851 3.968 1.107 35662 2146 3.798 2888 2707 2281

1.996 3670 2.408 0627 0327 0.994 1179 0.899 2412 1.367 3.661 1.440

B1 B2 B3 B4 BS B6 BT B8 B9 B10 B11 B12

Status OK OK oK OK oK QK oK QK OK QK QK OK
2238 3.007 1617 3.039 0951 0.879 15629 0013 0.035 1214 0.953 0.885

3.940 0146 1641 2.087 214 3243 1816 1.449 3624 3291 1.277 3.665

1.558 2454 3413 0.114 1.714 0.499 3.313 1.606 3.795 0.185 1.658 0.773

3.703 23.096 2448 1.588 1.267 2.855 2,390 2374 2.180 2.904 0.073 1.251

/




Other features biochrom

= View log table File> View Log Table shows who, what and when software

was used.
3 @
. ADAP Software - [20110829-2 Quick Made] " Log-Table
“C File Measurement Setup Help J. File Edit
= 1 E! I:"'__ — D Date Ewvent User Lewvel
\‘2" t;:_ ] = — 3 02/06/2011 2:00:17 pmilEals [0l Superdsar 3
— ~ Instrumd 4 02/06/2011 2:00:37 pm Sawing Instru SUpEN!SDr 3
b A\ Av4 b; IT 5 02/06/2011 2:00:41 pm Unload Frog Supervisar 3
. st B 02/06/2011 2:02:10 pm LagOn Wil 1
7 0240642011 2:04:43 pm Unload Frog Supervisar 3
g 02/06/2011 2:04:51 prm LogOn Wil 3
a0 9 0Z/06/2011 2:06:23 pm | Saving Instru Wil 3
|Stf““S | 10 02/06/2011 2:06:31 pm Unload Prog ‘Wil 3
11 0B/06/2011 2:66:36 prm LogOn Wil 3
12 06/06/2011 2:56:22 prm  Sawing Instru Wil 3
13 06/06/2011 2:66:46 prm Unload Prog Wil 3
14 07/06/2011 7:50:35 prm LogOn Wil 3
i 3 4 15 07/06/2011 7:52°65 pm Saving Instru Will 3
A 2.074 3733 1.350 2109 16 07/06/2011 7:54:04 prm Sawing Instru | Will 3
g 212 2 764 2 919 1010 17 10/06/2011 10:23:03 am Loan W!II 3
— 1 18 10/06/2011 10:27:42 am Sawing Instru Will 3
C 3585 2??'] 0984 2698 in ANMNCMINTT ANCCAR e Tt 4 VAR 2

= Data can be saved or copied for printing

/
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Other features ylochrom
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= In Setup> Instrument [ Functons |
Eject Plate RBeset Aitfiltar
there are two tabs that Conape |
can be used to assess the !
performance of the T N |
. . ADC/Diode Values | Instrument | Functions 1 | Functions 2] DawnlosciUplosd |
I n Stru m e nt . Sensor State | —Adjustments for Service Personnel
Check Plate | paustiemp |
= Function1
- Function 2 —Infarmation . |
Status report |
Note: Functionality of the LightSource o l
. . Errorsftharnings
setup functions is dependent e |

on the instrument in use.




Other features t)_L_g)ch rom

L1 System =l B
Go to Setup>System to _

[ Path I Raw Data
customize data export and B e Fies elnctraw catafommat
R of kinetic or scan

printouts reodings

Caa—

IQC: LI

[ Eile Language
[v Access
Write addiional Text File |English ~|
| Text File Matrix ~|
—Auto Logoff
Log off, if program is not used far ID— FiAEs

Setting this walue to 0 disables auto logoff

T Customize Printout

IADAP Software 2.0

/




Summary: Features of ADAP 2.0 Basic bigchrom

= User and password controlled data with log file
= |ntuitive interface

= Easy setup of quick measurements: endpoint, kinetic and
multiwavelength

= Simple export of data into Excel

= Detailed, customizable printout

x’(\
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ADAP 2.0 Levels are Accessed by License Codes —

ADAP 2.0
versions

Basic

Plus

License code Features

No code required Reader control

BRHPG-PIPEO-DOGNK-  Same as Basic AND:

KEKDL-DSGKA

e Quantitative analysis
(Using a standard curve)

e Qualitative analysis (using
positive and negative
controls)

e (Quality control

/

Instrument
Compatibility

EZ Read 400
Zenyth 340/200
Anthos 2010/
2020

EZ Read 400
Anthos 2010/
2020

Zenyth 340




Accessing the features of ADAP 2.0 Plus in b_i%ch rom
Demo Mode

ADAF Saftware
= Select Help>About to enter a demo
) Yerzion 2.0
license code. i
‘ License Code I

Device Driver Version: 1.2.1.0

Software Licence Agreement

= Enterinthe fOllOWing license code: 1 DEFINITION: This is BIOCHROM LTD's (BIOCHROM) é

Software Licence Agreement (the Agreerment) which will
govern your use of the Biochrom software product(s) contained

BRHPG-PIPEO-DOGNK-KEKDL-DSGKA  |2UCEncE. Biocnom neraby ararts vos, andyeu scespte
limited software licence subject to the terms and conditions

oK |

Copyright @ Biochrom Ltd, 1996-2011

[ License Code ﬁ

-

= Select OK

Flease input License Code

Add License Code | | oK
= @Go to Setup> Instrument> Read
Configu ration Mo License Code faund! LI
Delete Cade

/
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Key Feature of ADAP 2.0 Plus jlochrom
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Test Definition (Analysis method)
= Configure plate layout
= Quantitative with essential curve-fitting
= Qualitative with 5 categories
" Transformation formulas
= Replicate verification formulas
= Test validation formulas

;\‘,__/______/\
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ADAP 2.0 Plus Front Page biochrom

- ADAP Software - [20110829-2 Quick Mode]

I File Measurement Setup Help

s f:}_;’_] Bz = AN &
— Instrument
i /‘f:*\ \4 f; |Simulatar - SNr01000 ~|
Q‘E Opens method setup
B Runs a single test using a previously defined method

Recalculated results based on manual elimination or
restoration of wells.

‘,/________/\

n




QT. | Method Setup: General

Name test

Set measurement and
reference filters

Set instrument
Define Plate Layout

Set lot# dependent
concentrations (e.g.
antibody lots)

Set test specific
parameters (e.g.
calibration factors)

Set shaking
(Zenyth 340 only)

bi

—
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chrom

General |Ouantitative Oualitativel Op'giunsl Rejedionf\falidationl

Lot# Dependent Concentration

O Yes @ Mo

[ Test Name " Shaking
I [ ves Time O Lowr
0 Medium
|5 - | )
Edit/ Define Layout |  High
" Instrument " Measurement Filter } Reference Filter
hMeasurement Filter |<—> LI iy
Simulator - SMr01000 ~| Sisieraies Tl [ Sl
Data Transfer Mode IF’Iates - I p
Barameter
W1 IU Wh: IU
| i ° 0
"Lot# e | W |
W ID W7 IIJ
N v, |D VE: |D

] Cives
Check Wariahles @ Mo

/




Plate Layout

Place
controls and
samples in
the plate

Use dilution
factors

Preset
replicates for
easy plate
filling

File Edit

bi

o
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Contral
Cluality-Contral

" Control - Position [ Options
Type Plate Type IBC_QB_F LI
MNumbers =1 CAG-Strips IND LI
1 I | _'I Filling Direction I\-’ertical LI
Replicate Count |1 IHDrizontaI LI
Fil Plate with Samples [ pep— [, 42,8381, B2. ~|
Plate Layout | Fac;‘tgrl
1 | 2 | 3 | 4 | s | s 8 | s | w | 12
A
— Define Layout
B
— File Edit
C ~ "
T Contral - Fosition
D Twpe =tandard h |
] Standard
E Murnbers

Fill F

Fositive-Cantrol
Megative-Contraol
sample

Blank

A-HIII-"-———’—




Quantitative Analysis

= Upto 10 standards
can be defined

= Curve-fitting with
four options

= Linear or log axes
= Curve validation

= Used for many
assay types
including total

protein and ELISAs.

. ADAP Software
" File Layout | _ || & || x|
General Cluantitative | Oualitativel Op1i0n5| Rejediunf\falidatiunl
Standards [ Curve
Concentration Fesponse Formula ILinear Regression LI
e [ Axis (1) T |
& |<_> I<_> Extrapolation ID %
e I(_) |<_) Units ICDncentrat
“ |<_> I<_> “Yalidate Curve Mo -
g I(_) I(_) Min. Correlation |U.U %
B: I(—) I(—) " Curve
7: |<—> |<—> - -
Linear Regression - |
8- I(—) I(—) - -
Faint to Faint
i | Linear Regression
10: |<—> |<—> Cubic SF:IHFIE
d-Faramter Fit
| [

Note: 4- parameter fit is a key curve-fitting algorithm for
many ELISA assays and other competitive binding assays

/




Quantitative Analysis- An example: hiochrom
The Bradford Assay ~

-
Define Layout

= The Bradford Assay is a total

Cantral - Pasition Options

protein assay used to determine [Garae =] | proaTies

=
Murnbers PRE9 CAG-Strips = ~]
=l

the total amount of all protein in KT E— - T Fram
p Replicate Count |1_ lm

d Sam p | e. Fill late wih Samples ||| waicebsie [a1, a2 23.51 B2 ~|

Plate Layout | Facturl

= The Bradford assay uses known {1 | : | 2 lﬂujm | - | B:NK\ | | | | |
concentrations of bovine serum o 2 | s | s | e | o | ees | s | ern | e | e | e | eees
albumln (BSA) tO draW a E 53 s1 s PR FRY  PRIE  PR24 | PRIz | PRA0 | PR4S | PRSG | PRGd
standard curve by which to o o T T o T o e o oo o
calculate the concentrations of | s | m | m | s | ez | een | erer | e | e | e | e | oeer
Samples. E 57 s7 57 FRE FR13 ~ PR20  PR28 | PR3E PRA4 PREZ  PRE] | PRGS




Quantitative Analysis- An example: hiochrom
The Bradford Assay ~

~ ADAP Software - [Bradford Assay] —|[=] g

= File Layout | - " = " * |

= The concentration of
standards are suggested by

General Cluantitative | Qualitativel Op}ionsl Rejedionf\falidationl

the assay kit manufacturer. S— Curve
Caoncentration Response Formula ILinear Regression LI
= Linear regression is used to 1. [esns i s (<) [ <]
H H & I1500 IS:2 Extrapalation | %
draw a straight line \ = e |7|g“
through the concentrations « [0 = VeidsteCuve  [ves =
so that the concentrations ; Izzz Izz M Coreeten P §
of the samples can be r [ B e I —
determined. ' rs_ Isf '
. . 100 |[<—>» <—>
= Linear x and y axes will be | |

used to draw the graph

= A minimum correlation or
r2 value is set at >0.98




Results Presentation —)

. . . r___ADADSoﬂware-[ZOllOSBl—Z Bradford Assay] = B S
= Datais presented in multiple 17 i Wesmaement_seup_be BOE
== e

tabs.

Instrument
AlS | s
> =2 | V| & [Simulster - snroTo00 =]

& | e

u Data Can be Copied to the e :lMeaﬂ | ugtml | Plate Leyout| ©v2% | Factor | Graphic | Info - Caleulation | ResultList | Status
clipboard for import into another

v [ e ] 4 5 6 7 8 s [ [ [ e
.
Al s 2299 2084 2042 2427 3413 3242 0681 340 0700 1701 1629
software program, printed or B
B| 3863 2113 1730 2124 3308 2354 K 2434 0129 0707 31598 2202
saved.
ADAP Software 2.0

Result-List: Bradford Assay - 20110831-2

Name wil Date of Meas, 31 August 2011 08104
oate 31 August 2011 0B:07 Page :

Test results are invalid due to evaluation/calculation error

Evaluation Emmors Information
Cumve o Enror Filter 820 nm
Instrumer ot Simulstor - SNEO1000
egrassion - in/in
Coelt. of Comalation 00000 "NOK*

0 00, a00 1200 1600 2000




Qualitative Analysis

Define up to 5 categories

A transformation formula can be
applied to the sample absorbances

Interpretation can be based on
absorbance (OD), concentration or
the transformed value.

This analysis is used mostly with
ELISA assays

bl(bchrom

—

- File Layout

General | Quantitative | Options | Rejection /Yalidation

Groups

Group 1: |<—>

Cutoff Formula 1: |<_>

Group 2: |<—)

Cutoff Farmula 2: |<_)

Group 3: |<—)

Cutoff Farmula 3: |<_)

Group 4 |<—)

Cutoff Farmula 4: |<_)

Group 5: |<—)

Interpretation  |OD

 Factor

Meas. Value * |1.U

" Transformation

@ Mo Cives X= |<—>

Units |<—>

Note: Group 1 has the highest absorbance values. Cutoff Formula 1 assumes a >‘ in the
formula so that absorbance values of samples in Group 1>Group 2>Group 3 ... How the
groups distinguished must be defined in the formula box.

/
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5.

Qualitative Analysis-An example HTLV | and i b

—)
.
- . . . Define Layout
Qualitative analysis —
File Edit
" Contral - Position [ Options
Of an ELISA for the Type |Standard | || Plate Type [cosTes ~]|
presence Of HTLV Mumbers =1 CAG-Strips IND LI
: . o | ||| Filing Direction [Vertical ~]
infection _
Feplicate Count 1
Fill Plate with Samples ||| wetlabes [a1. a2 #3.51.B2. ~]
= Plate layout specified
Flate Layout | Fac‘tgrl
byassayklt v e s e s e |7 ] s ] e ] | o ] e
manufacturer Al PRI PR2 PRI0 | PRI | PR26 | PR3 | PR42 | PRS0 | PRSB  PREE | PR74 | PRS2
B| PRI PR3 PRI1 | PRI PRZ7 | PR3S  PR43 PRSI | PRSS  PRE? | PR7S | PRE3
= Assay measured at —
c| Nt PR4 PRIZ PR PR28 | PR3 PR44 | PRS2 | PR60 | PREE | PR7E PR
450 nm. A reference —
) D| nNCt PRS PRI | PR2I | PR9 | PRI7  PR45 | PRSI | PR61 | PRE3 | PR77 | PRES
measurement is also ]
E| PCi PRE PRI4 | PR22 PR30 | PR3  PR4E | PRS4 | PR62 | PR70 | PR7B | PRB6
used at 620 nm —
F| Ppci PR7 PRIS  PR23 PR3 PRI@  PR47 | PRSS  PR6I | PR7TI | PR73  PRE7
G| Pl PRS PRIE | PR24 PR32 | PR40  PR4B | PRS6 | PR64 | PR7Z | PRED | PRES
H| PRI PRI PRI7 | PRZ5 PR3 | PR41 | PR43 | PRS? | PRES | PR73 | PRE1 | PRA9
]




Qualitative Analysis-An example HTLV | and i
ELISA

Analysis is specified
by the manufacturer

All absorbance
measurements (X)
are compared to the
negative control
using this formula:

Index = Sample (OD)/
NC1(OD)+0.45

The index value is
used to categorize
the samples.

-
. ADAP Software - [HTLV ELISA]

blgchrom

—

" File Layout

BHEE
General I Quantitative  Cualitative | Options | Rejection / Validation
Groups
Group 1 IReactive
Cutoff Formula 1: |1 1
Group 2: IEquivocaI
Cutoff Formula 2: Ig_gg
Group 3: INDn—real:tive
Cutaff Farmula 3 |<_>
Group 4: |<_>
Cutaff Farmula 4 |<_>
Group & —3
I Interpretation | Transformation LI
 Factor

Meas. Value * |1-EI

" Transformation

® Mo Cives

#7= X0 45+NCT)

Units |<—>




Qualitative Analysis-An example HTLV | and Il biochrom
ELISA ~

\

. . . " ADAP Software - [HTLV ELISA] e
Replicate Rejection: [ File_Loyout [[=1+]
. Generall Ouantitativel Qualitativel Options  Rejection /alidation
= Avg PC1-NC1>=0.800, 1 replicate —— Replicat Rjection——— :
1. [NCt [Pote-0s0 T : oD ]|
= PC1>=0.800, 2 replicates 2 [pe1 o-ton e [oo ]I
3 «—> oD -
. . . . * — o oD ~]
Validation Criteria: 5 = 0o oo -
B: —> 0 oD =]
u NC1<= 0.100 Replicate Rejection 7 -12 |
Yalidation
Formula Base
= Each PC1 must be within 30% of ) = 3
¥ [Be=0.100 oD ~|
the average of PC1 . = e
5 [ aD ~|
= Blank <=0.100 OD "= 0 M
“alidation Farmula 7 -12 |




Define Results Presentation

= Determine how mean values
will be calculated

= Determine how the Blank will
be used

= Configure print options

= Select evaluation method for
controls

—

b (/bchrom

- File Layout

[-[=]]

General | Cuantitative | Qualitative

" Replicate Mean Yalues
@ Plates

O none

5 | Riejection / Validation

[ Blank Validation
C Plates
@ Row
O Column

" Print Options

% Table

% hatrix

% tean

[% Transformatian
[~ Concentration

% Status

Selectall

[~ Standard curve

[~ Standards

[% Information

% “/alidation

% Cutoff Formula

[~ Scan/ Kinetic Graph
% Raw Data

 Evaluate Controls

- [ Qualitative
© [ Quantitative

K [ Qualitative
[ Quantitative

[~ Qualitative
[~ Quantitative

Qc:

@ Qualitative

PC: o
[~ Quantitative

X Qualitative
[~ Quantitative

MNC:




Results Presentation —

| . ADAP Software - [20110831-1 HTLV ELISA] == g‘
u RGSUltS are presented L File Measurement Setup Help [C[=]x]

on multiple tabs A==

Fu Instrument
b AV I [Simulator - sNr0T000 -]
.
= Info Calculation and
ODl Mean Transforma | Results I Plate Layoutl Ch' Factar InfoCa\cuIationl ResulthistI Status

Results List show the
reSUItS v e [ s e s e [ s s ] w | n | e

3940 2.899 0.602 3103 0.700 283 3020 2655 1.293 0.303 1819 1682

2728 2.084 1322 3336 1189 0.692 2753 1597 3785 1.654 2973 3561

1108 2165 0.896 2738 1.086 0.083 R 1765 2200 24602 3.064

1.043 1.487 1.961 1.065 2.484 3103 1412 3600 2845 2.203 321

ins 1.803 1.9649 z2nzz 2.444 1382 0.7 3586 310 1.630 0.871

2986 0.758 1.667 i 1.288 0516 0.253 0.204 2580 36M 1492

0.204 3.496 2639 3519 3.856 2.207 2.202 3653 1.241 191 3834

I|lo|n|m|o]o]w]>

3567 1.954 1.762 0.252 0.565 171 1.2 032 380 30ez 0.839 0379




Results Presentation blochrom

(8]n] kdean Transforma | Results | Plate Layout | Cv: Factor Info - Calculation

Status

Results list

" |nte rp retation HTLV ELISA | Plate-ID: 200831l . ad

Test results are invalid due to evaluation-scaleulation error

= Test Validation B

Interpretation (Transformation)

Reactive > 1.10 1.1
- |. . . Egquivaocal 1.10 - 0.90 0.9
Replicate Rejection < o
Walidatiaon
MC1<=0.100 *NOE=* oD
0.70=PC1<¥<1. 3=PC1 *HNOE= 0D
EB<=0.100 *HNOE= oD

Replicate Rejection
NC1 - min. 1 oD PC1-X>=0.80
PC1 - min. 2 oD ¥»=0.800




Results Presentation )

List: horizontal 160 12, vertical & o H
Meas. Values
384 2893 0602 3103 07 283 302 2E5G 1283 0303 1218 1682
2724 2084 1322 3338 1183 0B3Z 2763 1687 3786 1664 2473 3661
1108 2186 083 27aR 1886 0083 3881 1786 22 2802 3064
| ! - 1045 1487 1961 1066 2484 3103 1412 36 2848 2203 32
— 3013 1903 1963 2022 2443 1382 0017 3636 ALY 163 087
= S e I e Ct — > CO py 2986 0754 1687 287 1288 0816 0253 0204 z.58 261 1492
0204 2498 2E39 3519 3886 2207 2202 3EAl 1241 141 28
3567 1.954 1762 0252  DEES 1.7 1712 0312 24941 3052 0889 0379
- - Meas, Walues [Meas. data - Elank) " Factor

| AI I t b d t th 33356 -0438 2TEF 0 -0232 0 -2E3D 0504 0318 -0EE  -Z04z 3032 1816 -1EG3
a S a re CO p I e I n O e 3336 1261 -201 0o -2 -2e43 -06532 0 -1T3R 0.451 -le81 -03E2 0227
-2.227 A7 243 0537 1443 S3EER D247 166 135 0833 02T
C I i p b O a rd Rroitea- TN B T I ey ) -227 -088 0232 1823 02685 0487 132 004
-02z: 0 1432 (1368 -33 0 -0886 1863 -3318 0261 0134 -1F05 -2464
-0348 -26BTE -1B48 0464 2047 2318 3082 3131 -0788 0 0277 1343

-3 0162 -0E36 0185 0521 1128 1133 0313 -2034 1424 05
o232 -3 6T -B083 -277 <1624 G230 -3023 0606 <0283 2446 -2056

=  Select D‘: >C0py Active Window Mias Valis Calte

to copy data from specific data to | I
the clipboard e e e

Flate Layout
ELAME FRZ FRI0 FR12 FPR2 FRM FPR42 PRS0 FRSE FREE PR PR&2
ELAMNE FR3 FRi FR13 FR:F PR35 FR43 PRSI PRSS PRET PRTS PR3
FFid FRiz PRz PR2: PR3 FPR44 PRS2 FPRE0  PREZ  PRTE PRI
FFS FRIZ PR2 PR2d PRI FPR4 PRS3Z FPRG61 PREI PRIT  PRES
FFi& FFR14 PRz PR30 PR¥ FPR4 PRS4 FPREZ PRT0 PRT PRI
FFRT FRIE PRz PR PR FPR4T PRSS FPREX PR PR™M  PRET
PRS PRIE PR24 PRZ2 PR40 PR42 PRSE PRE4 PR7Z PR20 PRI
PR FRA FRIT PRZE PR32 PR PR43 PRSY PRES FPR?:  FPR#1 PRI
Coneentration
1}
1}

cooooo oo o
cooooo oo o
cooooo oo o
cooooooo
cooooooo
cooooooo
cooooooo
cooooooo
oooooooo
oooooooo
== R e e e ]




Results Presentation blochrom

. ADAP Software 2.0
= Select |l orware

Result-List: HTLV ELISA - 20110831-1

Name S Will Date of Meas. 31 August 2011 07:27

= Printout configuration is a e St o1 o
result of parameters set in
Setup>System and Test

Test results are invalid due to evaluation/calculation error

Interpretation  ( Transforma)

. . . Results range

Definition T
Equivocal 1.10 - 0.90
Non-reactive < 0.00
Validation
NC1<=0.100 TNOK® oD
0.70*PC1<X<1.3"PC1 *NOK* oD
B<=0.100 *NOK* oD

Evaluation Emrors

Rejecting Replicate. OD == Error =%
Transformation Transforma *** Error T
Validation *** Error ***
Legend Plate Layout f Sample-ID
Results
QD
Mean
Transforma
Status
1 2 a 4 5 6 7 a 9 10 11 12
BLANK PR2 PR10 PR12 PR26 PR34 PR42 PR50 PR58 PR&6 PR74 PRS2
3.940 2.899 0.602 3.103 0.700 283 3.020 2.655 1283 0.303 1.819 1.682
A 3.328 -0.436 -2.733 -0.232 -2.635 -0.604 -0.316 -0.680 -2.042 -3.032 -1.516 -1.662
0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000
oK CalcError | CalcError | CalcError | CalcError | CalcError | CalcError | CalcError | CalcError | CalcError | CalcError | CalcErmor




Recalculate Options —)

" HTLY ELISA Bradford Assay

" Rightclickontheresults 75— | %™ e e
and select Formula. 2 [ ' P
Cutoff and test validation | .- : - -
formulas can be changed. : = i i

= Specific wells can be : i | ' . 3
deleted or restored; data N | i = -
can then be recalculated | | o [ | o
by selecting L i

Formula »

Delete Well
Restore Well

Copy
Copy active Window

/




Running a test definition

Select 5

A dialogue window will
appear, select test to run and
OK

A window will open to
prompt for the number of
samples. The sample number
defined in the test definition
will appear. Select OK or
change to new sample
number.

—)
Numbers of Samples Selection
Test Mame: Bradford Assay 3 itams
MNMumbers of Samples:
— Bradford Assay
& HTLY ELISA,
oK Test
upcdate list Delete
hdatchocode
Ok
LCancel




Key Features of ADAP 2.0 Plus biochrom

= (Quantitative and qualitative analysis- for most assays

= (Quality controls for replicate rejections and test validation
= Recalculation Options

= QOptions for printouts and data export

= Quick method setup

/\




bi

Questions and Feedback lochrom

o

\

= More advanced analysis options are available for the Zenyth 340 and
Zenyth 200 microplate readers. Requirement for an advanced ADAP 2.0
webinar?

= Questions from the field?
= Customer perception of ADAP 2.0?

= Other suggestions for upcoming webinars?

/\




